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Cancer 2015
• whole of health system “Framingham” type cancer cohort on a 

scale to impact Victorian health outcomes
• prospective collection of newly diagnosed cancer patients
•Total cancer journey from diagnosis, agnostic to cancer type, age, 

gender, stage, locus of care
• epidemiological and QoL
• clinical information, treatment and follow up
• conventional and molecular pathology
• clinical trials

www.cancer2015.org

•Cost of cancer to state, federal, 
insurers, patients of personalised 
medicine and targeted therapies
• linkages to Cancer Registry, 

State and Federal databases
• policy

http://www.cancer2015.org


Cancer 2015
• Primary Aims

• map variation in cancer care and outcomes 
• assess quality of life
• measure health costs and societal value of cancer treatment
• map the true prevalence of actionable mutations agnostic to 

cancer type
• Secondary Aims

• Facilitate the integration of molecular pathology into routine 
cancer care

• Provide a large-scale longitudinal cancer cohort for research

www.cancer2015.org

http://www.cancer2015.org


Overview
Phase 0!

6 months 2011 !
Phase 1!

24 months 2012/13 !
Phase 2!

36 months 2014/16 !

System design Feasibility Implementation

•Governance 
•Architecture 
•Ethics 
•Databases 
•Select sites

•Recruit 1000 
•test federal/
state linkages 

•molecular 
pathology

•Recruit 3000 
•articulate 
research vision 

•Real time 
reporting



Recruiting sites: Cancer 2015

• Peter Mac 

• Barwon Health  

• Geelong 

• Warrnambool 
• RMH 

• Cabrini

www.cancer2015.org

http://www.cancer2015.org


Research test Diagnostics

Molecular diagnostics

Laboratory Challenges
• capital
• accreditation

• laboratory
• scientific and clinical staff
• quality assurance

• bioinformatics
• clinical informatics
• input material (FFPE)
• TATs



Molecular pathology

1094

936 (86%)

854 (78%)

Total tumour 
samples received

DNA >10ng/ul

Samples passed QC metric

• ABL1

• AKT1 

• ALK 

• APC 

• ATM 

• BRAF 

• CDH1 

• CDKN2A 

• CSF1R

• CTNNB1

• EGFR 

• ERBB2

• ERBB4

• FBXW7

• FGFR1

• FGFR2

• NOTCH1

• NPM1

• NRAS

• PDGFRA

• PIK3CA

• PTEN

• PTPN11

• RB1

• RET

• SMAD4

• SMARCB1

• SMO

• SRC

• STK11

• TP53

• VHL 

• FGFR3

• FLT3

• GNA11

• GNAQ

• GNAS

• HNF1A

• HRAS

• IDH1

• JAK2

• JAK3

• KDR

• KIT

• KRAS

• MET

• MLH1

• MPL1

Br J Cancer 2015



Landscape of actionable mutations

Melanoma 38% 
BJC 2015



New pathways for investigation

www.cancer2015.org
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Cancer 2015 snapshot

www.cancer2015.org

n=2290

http://www.cancer2015.org


Health economics 
MBS data (N=523, first linkage)

Total Per Participant MBS Cost 
(Out-of-pocket and Net benefit)

Mean $7997
Min: $31.20

Max: $62,992

Total Per Participant MBS Cost
(Out-of-pocket cost only)

Mean: $1,675
Min: $0.00

Max: $24,303

Total Per Participant MBS Cost
(Net benefit cost only)

Mean: $6,322
Min: $31.20

Max: $38,688
www.cancer2015.orgPaula Lorgelly

http://www.cancer2015.org


Cancer 2015 investigators
Chief	
  Inves%gators
Joe	
  Sambrook

Michael	
  Wright	
  

David	
  Thomas

Inves%gators
University	
  of	
  Melbourne:  Paul  Waring,  Graham  Taylor,  Mark  Jenkins,  Melissa  Southey  

WEHI:  Melanie  Bahlo,  Tony  Papenfus  

RCH:  Paul  Ekert,  Francois  Mechinaud,  Richard  Sullivan

RMH:  Lara  Lipton

RWH:  Orla  McNally,  Michael  Quinn

Cabrini:  Gary  Richardson

St  Vincent’s  Hospital:  Ray  Snyder

Barwon  Health:  David  Ashley

Peter  Mac:  David  Thomas,  Paul  James

Alfred  Hospital:  Andrew  Wei

AusOn:  Jonathan  Cebon,  Tom  John,  Alex  Dobrovic

Monash:  Neil  Watkins,  John  McNeil,  Paula  Lorgelly,  Gail  Risbridger

Bendigo:  Rob  Blum

Cancer	
  2015	
  Staff	
  
PeterMac
Kate	
  Crough

Kristy	
  Barnes-­‐Cullen
Jess	
  McDonald

Heather	
  Thorne	
  (KConFab)
KConFab	
  staff

Mandy	
  Ballinger	
  /Kim	
  Riddell/Jasmine	
  Marr	
  (ISKS)
Ann	
  Officer/Renee	
  Webb	
  (Lung	
  Cohort)
Anne	
  Fennessy/Sonia	
  Mailer	
  (MMP)

Andrew	
  Fellowes/Anthony	
  Bell	
  (MolP))
Cabrini	
  Health	
  
Laura	
  Zamurs
Kate	
  Hurford
Kate	
  Richards
Barbara	
  Scher

Barwon	
  Health	
  
Judi	
  Broad

Lea-­‐Anne	
  Harrison
Carolyn	
  Wielens
Anne	
  WoolleY
Sandra	
  Robinson
Marcelle	
  Hennig

Melbourne	
  Health	
  
Stefanie	
  Hartley

Lidia	
  Vecia	
  (Uro-­‐Onc)
Pat	
  Bugeja	
  (Uro-­‐Onc)
Christopher	
  Bates

DBase	
  Development	
  Team	
  
	
   	
   Suvarna	
  Joshi
	
   	
  Mark	
  Lucas

David	
  Morrison/Ravi	
  Ravindran
Chris	
  Reid	
  (Monash	
  CIDMU)	
  

Julie	
  Johns	
  (BioGrid)

Funded by The VCA



Session questions: lab perspective
• Primary activities undertaken/accomplishments

• reconfiguration of diagnostic cancer lab to NGS-based somatic and germline testing 
from hardware refresh to workforce including education and training

• implementation of automated clinical cancer diagnostic and IT systems to process 
samples from sequencer through to reporting

• implementation of decision support tools to aid the curation of clinical diagnostic 
samples

• competency in diagnostic NGS with NATA (ISO) accreditation
• integration with research genomics and bioinformatics, close clinical collaborations
• establishment of a Molecular Tumour Board

• Key challenges
• funding! capital, personnel etc
• bioinformatic support for diagnostic assay/pipeline development, software engineers
• clinical grade databases, immaturity of bioinformatics software, unskilled diagnostic 

workforce
• staccato supply chain from vendors that does not support diagnostic labs
• resource burden of cycle of development whilst still supporting clinical service

• Opportunities
• annotated databases, cancer pathology issues



Questions





Data and informatics issues

Doig et al Lancet Oncol 2015


